
                     10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180       190       20                            
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDSLAGLVLCGVSLLLSATVDGAMDLILINSLPLVSDAET~SLTCIASGWRP~HEPITIGRDFEALMNQ~~HQDP~LEVTQDATREWAKKVVWK~REKASKINGAYFCEGRVRGQAIRIRTMKMRQQASFLPATLTMTVDRGDNVN 
TIE2.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDSLASLVLCGVSLLLSGTVEGAMDLILINSLPLVSDAET~SLTCIASGWRP~HEPITIGRDFEALMNQ~~HQDP~LEVTQDVTREWAKKVVWK~REKASKINGAYFCEGRVRGEAIRIRTMKMRQQASFLPATLTMTVDKGDNVN 
8567412.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDSLAGLVLCGVSLLLYGVVEGAMDLILINSLPLVSDAET~SLTCIASGWHP~HEPITIGRDFEALMNQ~~HQDP~LEVTQDVTREWAKKVVWK~REKASKINGAYFCEGRVRGQAIRIRTMKMRQQASFLPATLTMTVDRGDNVN 
1fvr_TIE2   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
18859479.d  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MCLLDSCTALLLLGC~~WMSGSAVRISDVTLVNPDPVVSPLTAPSLLCVSSDWSSGGSVLALGQEFPRPQGS~~VLALGQEFPHTEPRPHPAAATVT~WSSRSHAFGAFYCQIRN~STGRKIYTYKMLQEAAFLPESLTITVNQGENIN 
27806793.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MVWLEPPLLLPI~FFLASHVGAAVDLTLLADLRLTEPQRF~FLTCVSGEAGAGRGSDAWGPPLLLEKDDRIVRTPRPWQPPHIARNGSSRVTVRGFSQPSDLVGVFSCVGGGG~~~TRVLYVHNSPGAHLLPDKVTHTVNKGDTAV 
TIE1.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MVWRVPPFLLPI~LFLASHVGAAVDLTLLANLRLTDPQRF~FLTCVSGEAGAGRGSDAWGPPLLLEKDDRIVRTP~PGPPLRLARNGSHQVTLRGFSKPSDLVGVFSCVGGAGARRTRVIYVHNSPGAHLLPDKVTHTVNKGDTAV 
6755785.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MVWWGSSLLLPT~LFLASHVGASVDLTLLANLRITDPQRF~FLTCVSGEAGAGRSSD~~~PPLLLEKDDRIVRTFPPGQPLYLARNGSHQVTLRGFSKPSDLVGVFSCVGGAGARRTRVLYVHNSPGAHLFPDKVTHTVNKGDTAV 
34870845.m  MTVSISGEKKKQQRARLPCPNNGNDATRQSVQGRPAATDPGPSRPRLAQVSLRSMVWWGSPFLLPI~LFLASHVGASVDLTLLANLRITEPQRF~FLTCVSGEAGAGRSSDVWGPPLLLEKDDRIVRTFPPGQPLHLTRNGSHQVTLRGFSKPSDLVGVFSCVGGAGTRRTRVLYVHNSPGAHLFPDKVTHTVNKGDTAV 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1agw_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       40                   
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  ISFKKVLIKEEDAVIYKNGSFI~HSVPRHEVPDILEVQVPHAQPQ~DAGVYSARYIGGNLFTSAFTRLIVRRCEAQKWGPECNRICTACMNNGICHEDTGECICPPGFMGRTCEKACEPHTFGRTCKERCSEPEGCKSFVFCLPDPYGCSCATGWKGLQCNEACQPGYYGPDCKLRCSCTNGEKCDRFQGCLCSPGRQGL 
TIE2.h      ISFKKVLIKEEDAVIYKNGSFI~HSVPRHEVPDILEVHLPHAQPQ~DAGVYSARYIGGNLFTSAFTRLIVRRCEAQKWGPECNHLCTACMNNGVCHEDTGECICPPGFMGRTCEKACELHTFGRTCKERCSGQEGCKSYVFCLPDPYGCSCATGWKGLQCNEACHPGFYGPDCKLRCSCNNGEMCDRFQGCLCSPGWQGL 
8567412.m   ISFKKVLIKEEDAVIYKNGSLHPLSAPGMKYLDILEVHLPHAQPQ~DAGVYSARYIGGNLFTSAFTRLIVRRCEAQKWGPDCSRPCTTCKNNGVCHEDTGECICPPGFMGRTCEKACEPHTFGRTCKERCSGPEGCKSYVFCLPDPYGCSCATGWRGLQCNEACPSGYYGPDCKLRCHCTNEEICDRFQGCLCSQGWQGL 
1fvr_TIE2   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
18859479.d  ISYSRRLYSPEDTVIHKNGHFE~HSSPKEDISDIIHYPVTNAKAESHAGIYAIRYISAAPSSAAITRLIVRSCRAGFWGPNCTESCPRCANGGVCDDTTGECVCPPGFRGHTCDIVCGEGRFGAGCKERCVDG~VCRALVFCLRDPYGCSCASGWRGLSCNDACPDGYYGAGCTQKCVCAKG~RCDRFRGCVCA~GRHGS 
27806793.m  LSARVRKEKQTDVIWKSNGSYFYTLDRHEAQDGQFLLQLPNVQPS~SSGIYSATYLEASPLGSAFFRLIVRGCEAGRWGQDCTKECPGCLHGGVCHDQDGECVCPPGFTGTRCEQACREGRFGQSCQEQCPGTSGCRGLTFCLPDPYGCSCGSGWRGSQCQEACAPGRFGADCHLQCQCQNGGTCDRFSGCVCPSGWHGM 
TIE1.h      LSARVHKEKQTDVIWKSNGSYFYTLDWHEAQDGRFLLQLPNVQPP~SSGIYSATYLEASPLGSAFFRLIVRGCGAGRWGPGCTKECPGCLHGGVCHDHDGECVCPPGFTGTRCEQACREGRFGQSCQEQCPGISGCRGLTFCLPDPYGCSCGSGWRGSQCQEACAPGHFGADCRLQCQCQNGGTCDRFSGCVCPSGWHGV 
6755785.m   LSAHVHKEKQTDVIWKNNGSYFNTLDWQEADDGRFQLQLQNVQPP~SSGIYSATYLEASPLGSAFFRLIVRGCGAGRWGPGCVKDCPGCLHGGVCHDHDGECVCPPGFTGTRCEQACREGRFGQSCQEQCPGTAGCRGLTFCLPDPYGCSCGSGWRGSQCQEACAPDHFGADCRLQCQCQNGGTCDRFSGCVCPSGWHGV 
34870845.m  LSARVHKEKQTDVIWKNNGSYFHTLDWHEAHDGRFQLQLQNVQPP~SSGIYSATYLEASPLGSAFFRLIVRGCEAGRWGPGCVKDCPGCLHGGVCHDHDGECVCPPGFTGTRCEQACREGRFGQSCQEQCPGTAGCRGLTFCLPDPYGCSCGSGWRGSQCQEACAPGHFGADCRLQCQCQNGGTCDRFSGCVCPSGWHGV 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1agw_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       60                   
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  QCEKEGVPRMTPKIEDLPDHIEVNSG~KFNPICKASGWPRPANEEMTLVKPDGTVLRPKDFNHTGHLSVATFTINRILPPDSGVWVCSVNTVSGMVEKPFNISVKVLPKPLNAPKVIDTGHNFAVINISSEPYFGDGPIKSKKLLYKPVNHYEAWRHIQVT~NEIVTLNYLEPRTEYELCVQLVRRGEGGEGHPGPVRRF 
TIE2.h      QCEREGIPRMTPKIVDLPDHIEVNSG~KFNPICKASGWPLPTNEEMTLVKPDGTVLHPKDFNHTDHFSVAIFTIHRILPPDSGVWVCSVNTVAGMVEKPFNISVKVLPKPLNAPNVIDTGHNFAVINISSEPYFGDGPIKSKKLLYKPVNHYEAWQHIQVT~NEIVTLNYLEPRTEYELCVQLVRRGEGGEGHPGPVRRF 
8567412.m   QCEKEGRPRMTPQIEDLPDHIEVNSG~KFNPICKASGWPLPTSEEMTLVKPDGTVLQPNDFNYTDRFSVAIFTVNRVLPPDSGVWVCSVNTVAGMVEKPFNISVKVLPEPLHAPNVIDTGHNFAIINISSEPYFGDGPIKSKKLFYKPVN~~QAWKYIEVT~NEIFTLNYLEPRTDYELCVQLARPGEGGEGHPGPVRRF 
1fvr_TIE2   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
18859479.d  RCEEAD~~~SSPVISHLRD~VEINTGVELSVNCSASGRPAPLHGDITLITANRTTIAAVDTHTLNDQSTSVFRVQQVRVSSAGRWRCQVNNTHMQVEDEFTVEVKVPPRPQNPPVLQGSGPRHLLLLLNTEPYSGDGPIATTTLLYRPAS~AHTWSSVTAH~GPLVRLDNLYPMTQYLTQVQLSRPGPGGAGQAGPAATF 
27806793.m  HCEKSD~~~RIPQILDMVSELEFNLDTMPRINCAAAGNPFPVRGSMELRKPDGTVLLSTKAIVEPDRTTAEFEVPRLALGDSGLWECRVSTSGGQDSRRFRINVKVPPVPLTAPRLLAKQSRQLVVSPLVS~FSGDGPIASVRLHYRPQDSTMAWSTIVVDPSENVTLMNLRPKTGYSVRVQLSRPGEGGEGAWGPPTLM 
TIE1.h      HCEKSD~~~RIPQILNMASELEFNLETMPRINCAAAGNPFPVRGSIELRKPDGTVLLSTKAIVEPEKTTAEFEVPRLVLADSGFWECRVSTSGGQDSRRFKVNVKVPPVPLAAPRLLTKQSRQLVVSPLVS~FSGDGPISTVRLHYRPQDSTMDWSTIVVDPSENVTLMNLRPKTGYSVRVQLSRPGEGGEGAWGPPTLM 
6755785.m   HCEKSD~~~RIPQILSMATEVEFNIGTMPRINCAAAGNPFPVRGSMKLRKPDGTMLLSTKVIVEPDRTTAEFEVPSLTLGDSGFWECRVSTSGGQDSRRFKVNVKVPPVPLTAPRLLAKQSRQLVVSPLVS~FSGDGPISSVRLHYRPQDSTIAWSAIVVDPSENVTLMNLKPKTGYNVRVQLSRPGEGGEGGWGPSALM 
34870845.m  HCEKSD~~~RIPQILNVATELEFNLGTMPRINCAAAGNPFPVRGSMELRKPDGTMLLSTKAIVEPDRTTAEFEVPRLTLGDSGFWECRVSTSGGQDSRRFKVNVKVPPVPLTAPRLLAKQSRQLVVSPLVS~FGGDGPISSVRLHYRPQDSMITWSAIVVDPSENVTLMNLKPRTGYNVRVQLSRPGEGGEGAWGPSTLM 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1agw_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770       780       790       80                  
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  TTAS~IGLPPPRGLSLLPKSQTTLNLTWQPIFPSSEDDFYVEVERRSVQMNSDQQNIKVPG~NLTSVLLNNLHPREQYIVRARVNTKAQGEWSEDLIAWTLSDIVPPQPENIKIFNITDSSAVISWTILDGYS~~ISAIIIRYK~VQGKNEDQHIDVKIKNATITQ~YQLKGLEPQTVYQVDIFAEN~~~~~~~NIGSSN 
TIE2.h      TTAS~IGLPPPRGLNLLPKSQTTLNLTWQPIFPSSEDDFYVEVERRSVQK~SDQQNIKVPG~NLTSVLLNNLHPREQYVVRARVNTKAQGEWSEDLTAWTLSDILPPQPENIKISNITHSSAVISWTILDGYS~~ISSITIRYK~VQGKNEDQHVDVKIKNATIIQ~YQLKGLEPETAYQVDIFAEN~~~~~~~NIGSSN 
8567412.m   TTAS~IGLPPPRGLSLLPKSQTALNLTWQPIFTNSEDEFYVEVERRSLQTTSDQQNIKVPG~NLTSVLLSNLVPREQYTVRARVNTKAQGEWSEELRAWTLSDILPPQPENIKISNITDSTAMVSWTIVDGYS~~ISSIIIRYK~VQGKNEDQHIDVKIKNATVTQ~YQLKGLEPETTYHVDIFAEN~~~~~~~NIGSSN 
1fvr_TIE2   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
18859479.d  STQV~LELP~~VGVKLSAVSQTALLLSWD~~IAPAEQHCTYEVSCLQAGAPGTLRTFQLPS~NSSAMHLSDLKPRHKYQCTVRS~SCGVGQNHPSASAWTLSDQLPPPPANISIWNISDTSAVLTWAVAEGES~~VSRAVIRFQQVEQAQYRQQVELPVQTQQLHMRFQLLGLRPNTGYQLQLWTVN~~~~~~~NMGESA 
27806793.m  TTDCPEPLLKPWLEGWHVEGPDRLRVSWSLPPVPGPLVGDGFLLRLWDGARGQERRENVSSPQARTALLTGLTPGTYYQLDVRLYHCTLLGPASPAARVLLPPSGPPAPRHLHAQALSDSEIQLMWQRPEAAAGPISKYIVEVQVAGGSGDPLWMDVDRPEETSTI~~~VRGLNASTRYLFRVRASVQGPGDWSNVVEQS 
TIE1.h      TTDCPEPLLQPWLEGWHVEGTDRLRVSWSLPLVPGPLVGDGFLLRLWDGTRGQERRENVSSPQARTALLTGLTPGTHYQLDVQLYHCTLLGPASPPAHVLLPPSGPPAPRHLHAQALSDSEIQLTWKHPEALPGPISKYVVEVQVAGGAGDPLWIDVDRPEETSTI~~~IRGLNASTRYLFRMRASIQGLGDWSNTVEES 
6755785.m   TTDCPEPLLQPWLESWHVEGPDRLRVSWSLPSVP~~LSGDGFLLRLWDGARGQERRENISFPQARTALLTGLTPGTHYQLDVRLYHCTLLGPASPPAHVHLPPSGPPAPRHLHAQALSDSEIQLMWQHPEAPSGPISKYIVEIQVAGGSGDPQWMDVDRPEETSII~~~VRGLNASTRYLFRVRASVQGLGDWSNTVEEA 
34870845.m  TTDCPEPLLQPWVESWNVEGPDRLRVSWSLPSVP~~LSGDGFLLRLWDGARGQERRENISSPQARTALLTGLTPGTHYQLDVRLYHCTLLGPASPSAHVHLPLSGPPAPRHLRAQALSDSEIRLMWQHPEAPPGPISKYIVEIQVAGGSGDPQWMDVDKPEETSTT~~~VRGLNASTRYLFRVRASVQGLGDWSNTVEET 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1agw_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
 
                    810       820       830       840       850       860       870       880       890       900       910       920       930       940       950       960       970       980       990       10                  
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  PTSSHELTTLSESQAPADLGG~RKMLLIAILGSAGMTCLT~VLLAFLIMLQLKRANVQRRMAQAFQN~VREEPAVQFNSGTLALNRKAKNNPDPTIYPVLDWNDIKFQDVIGEGNFGQVLKARIK~~~~~KDGLRMDAAIKRMKEYASKDDHRDFAGELEVLCKLGHHPNIINLLGACEH~RGYLYLAIEYAPHGNLLDF 
TIE2.h      PAFSHELVTLPESQAPADLGG~GKMLLIAILGSAGMTCLT~VLLAFLIILQLKRANVQRRMAQAFQN~VREEPAVQFNSGTLALNRKVKNNPDPTIYPVLDWNDIKFQDVIGEGNFGQVLKARIK~~~~~KDGLRMDAAIKRMKEYASKDDHRDFAGELEVLCKLGHHPNIINLLGACEH~RGYLYLAIEYAPHGNLLDF 
8567412.m   PAFSHELRTLPHSPASADLGG~GKDATHSHPWVGWNDFASPCLLAFLIMLQLKRANVQRRMAQAFQN~VREEPAVQFNSGTLALNRKAKNNPDPTIYPVLDWNDIKFQDVIGEGNFGQVLKARIK~~~~~KDGLRMDAAIKRMKEYASKDDHRDFAGELEVLCKLGHHPNIINLLGACEH~RGYLYLAIEYAPHGNLLDF 
1fvr_TIE2   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MKKHHH~~~~~~~~~~~~~~~~~~HHHGKNNPDPTIYPVLDWNDIKFQDVIGEGNFGQVLKARIK~~~~~KDGLRMDAAIKRMKEYASKDDHRDFAGELEVLCKLGHHPNIINLLGACEH~RGYLYLAIEYAPHGNLLDF 
18859479.d  ESPPVSLMTLPQQESSALFAAHGHLLLYAILGSAGMTCCT~VLLAFCIVLQLKRNTLQRRIHSILR~~~~EEPAVHFSSAPPPHRRSAVVSR~SLVFPALQWSDIQFQDVLGEGNFGQVLKARIR~~~~~KDGLRMDAAVKRMKDYASQDDHRDFAGELEVLCRLGPHKNIIHLLGACEH~RGYLYLAIEFAPHGNLLDF 
27806793.m  TLGNGLQIEGPVQEIHAAEEGLDQQLVLAVVGSVSATCLT~ILAALLTLACIRKSCLHRRRTFTYQSGSGEETILQFSSGTLTLTRRPKPQPEPLNYPVLEWEDITFEDLIGEGNFGQVIRAMIK~~~~~KDGLKMNAAIKMLKEYASENDHRDFAGELEVLCKLGHHPNIINLLGACEN~RGYLYIAIEYAPYGNLLDF 
TIE1.h      TLGNGLQAEGPVQESRAAEEGLDQQLILAVVGSVSATCLT~ILAALLTLVCIRRSCLHRRRTFTYQSGSGEETILQFSSGTLTLTRRPKLQPEPLSYPVLEWEDITFEDLIGEGNFGQVIRAMIK~~~~~KDGLKMNAAIKMLKEYASENDHRDFAGELEVLCKLGHHPNIINLLGACKN~RGYLYIAIEYAPYGNLLDF 
6755785.m   TLGNGLQSEDPVRESRAAEEGLDQQLVLAVVGSVSATCLT~ILAALLALVCIRRSCLHRRRTFTYQSGSGEETILQFSSGTLTLTRRPKPQPEPLSYPVLEWEDITFEDLIGEGNFGQVIRAMIK~~~~~KDGLKMNAAIKMLKEYASENDHRDFAGELEVLCKLGHHPNIINLLGACEN~RGYLYIAIEYAPYGNLLDF 
34870845.m  TLG~~LQSASPVQESRVAEDGLDQQLVLAVVGSVSATCLT~ILAALLALVCIRRSCLHRRHTFTYQSGSGEETILQFSSGTLTLTRRPKPQPEPLSYPVLEWEDITFEDLIGEGNFGQVIRAMIK~~~~~KDGLKMNAAIKMLKEYASENDHRDFAGELEVLCKLGHHPNIINLLGACEN~RGYLYIAIEYAPYGNLLDF 
1vr2_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDPDELPLDEHCERLPYDASKWEFPRDRLKLGKPLGRGAFGQVIEADAFGIDKTATCRT~~VAVKMLKEGATHSEHRALMSELKILIHIGHHLNVVNLLGACTKPGGPLMVIVEFCKFGNLSTY 
1agw_A      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MVAGVSEYELPEDP~RWELPRDRLVLGKPLGEGAFGQVVLAEAIGLDKDKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGKHKNIINLLGACTQ~DGPLYVIVEYASKGNLREY 
 
 
                    1010      1020      1030      1040      1050      1060      1070      1080      1090      1100      1110      1120      1130      1140      1150      1160      1170      1180      1190      12                  
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27806791.m  LRKSRVLETDPAFAIANSTASTLSSQQLLHFAADVARGMDYLSQKQFIHRDLAARNILVGENYVAKIADFGLSR~~~GQEVYVKKTMGRLPVRWMAIESLNYSVYTTNSDVWSYGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRLEKPLNCDDEVYDLMRQCWREKPYERPSFAQILVSLNRMLEERKTYVNTTLYE 
TIE2.h      LRKSRVLETDPAFAIANSTASTLSSQQLLHFAADVARGMDYLSQKQFIHRDLAARNILVGENYVAKIADFGLSR~~~GQEVYVKKTMGRLPVRWMAIESLNYSVYTTNSDVWSYGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRLEKPLNCDDEVYDLMRQCWREKPYERPSFAQILVSLNRMLEERKTYVNTTLYE 
8567412.m   LGKSRVLETDPAFCHRQQYSSTLSSQQLLHFAADVARGMDYLSQKQFIHRDLAARNILVGENYIAKIADFGLSR~~~GQEVYVKKTMGRLPVRWMAIESLNYSVYTTNSDVWSYGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRLEKPLNCDDEVYDLMRQCWREKPYERPSFAQILVSLNRMLEERKTYVNTTLYE 
1fvr_TIE2   LRKSRVLETDPAFAIANSTASTLSSQQLLHFAADVARGMDYLSQKQFIHRDLAARNILVGENYVAKIADFGLSR~~~GQEVYVKKTMGRLPVRWMAIESLNYSVYTTNSDVWSYGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRLEKPLNCDDEVYDLMRQCWREKPYERPSFAQILVSLNRMLEERKTYVNTTLYE 
18859479.d  LRKSRVLETDPAFAIAHRTASTLSSQQLLAFSADVARGMSYLSQKQFIHRDLAARNVLVGENFVAKIADFGLSR~~~GQEVYVKKTMGRLPVRWMAIESLNYSVYTTNSDVWSYGVLLWEVVSLGGTPYCGMTC~AELYEKLPLGFRLEKPLNCDDEVYELMQQCWREKPFERPSFSQILLSLGRMLEERKTYVNTTLYE 
27806793.m  LRKSRVLETDPAFAREHGTASTLSSRQLLRFASDAANGMQYLSEKQFIHRDLAARNVLVGENLASKIADFGLSR~~~GEEVYVKKTMGRLPVRWMAIESLNYSVYTTKSDVWSFGVLLWEIVSLGGTPYCGMTC~AELYEKLPQAYRMEQPRNCDDEVYELMRQCWRDRPYERPPFAQIALQLGRMLEARKAYVNMSLFE 
TIE1.h      LRKSRVLETDPAFAREHGTASTLSSRQLLRFASDAANGMQYLSEKQFIHRDLAARNVLVGENLASKIADFGLSR~~~GEEVYVKKTMGRLPVRWMAIESLNYSVYTTKSDVWSFGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRMEQPRNCDDEVYELMRQCWRDRPYERPPFAQIALQLGRMLEARKAYVNMSLFE 
6755785.m   LRKSRVLETDPAFAREHGTASTLSSRQLLRFASDAANGMQYLSEKQFIHRDLAARNVLVGENLASKIADFGLSR~~~GEEVYVKKTMGRLPVRWMAIESLNYSVYTTKSDVWSFGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRMEQPRNCDDEVYELMRQCWRDRPYERPPFAQIALQLGRMLEARKAYVNMSLFE 
34870845.m  LRKSRVLETDPAFAREHGTASTLSSRQLLRFASDAANGMQYLSEKQFIHRDLAARNVLVGENLASKIADFGLSR~~~GEE~~~~~~~GRLPVRWMAIESLNYSVYTTKSDVWSFGVLLWEIVSLGGTPYCGMTC~AELYEKLPQGYRMEQPRNCDDEVYELMRQCWRDRPYERPPFAQIALQLGRMLEARKAYVNMSLFE 
1vr2_A      LRSKRNEFVPYKVAPEDLYKDFLTLEHLICYSFQVAKGMEFLASRKCIHRDLAARNILLSEKNVVKICDFGLARDIYKDPDXVRKGDARLPLKWMAPETIFDRVYTIQSDVWSFGVLLWEIFSLGASPYPGVKIDEEFCRRLKEGTRMRAPDYTTPEMYQTMLDCWHGEPSQRPTFSELVEHLGNLLQANAQQD~~~~~~ 
1agw_A      LQARRPPGLEYSYNPSHNPEEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFGLARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSFGVLLWEIFTLGGSPYPGVPV~EELFKLLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRIVALTSNQE~~~~~~ 



 
 
 
 
 
                    1210      
            ....|....|....| 
27806791.m  KFTYAGIDCSAEEAA  
TIE2.h      KFTYAGIDCSAEEAA  
8567412.m   KFTYAGIDCPAEEAA  
1fvr_TIE2   KFTYAGIDCSAEEAA  
18859479.d  KFTYAGIDCSAEEAG  
27806793.m  NFTYAGIDATAEEA~  
TIE1.h      NFTYAGIDATAEEA~  
6755785.m   NFTYAGIDATAEEA~  
34870845.m  NFTYAGIDATAEEA~  
1vr2_A      ~~~~~~~~~~~~~~~  
1agw_A      ~~~~~~~~~~~~~~~  
 


